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NM_054029 
NM 000456 
NM_1 38780 
NM_080871 
NM 032362 
NM 138626 
NM_138627 
NM_1 45702 
NM^_147134 
NM 021163 
NM 145005 
NM 145000 
NM_152565 

NM 032898 
NM 033431 
MM 152573 
NM 152573 
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NP_000447 
NP 620135 
NP 543147 

NP_619532 
NP_6 19533 
NP_663748 
NP_667345 
NP 066986 
NP_659442 
NP 659437 
NP 689778 

NP_1 16287 
NP__237223 ! 
NP_689786 : 
NP 689786 1 


NP_008945 

NP 079255 
NP 757344 

NP 525126 
NP 387467 

NP 612567 
NP 775927 
NP 000862 
NP 660161 
NP_689923 
NP 653302 
NP_071399 
NP 258428 


6821 
94122 
136371 

10018 

10018 

200765 

4799 

57786 

203228 

202151 

245972 

34984 
5654 
158158 
158158 1 


11060 

23263 
84254 

338339 
92797 

7099 

285267 

3362 

220202 

2 1 9793 

149233 

63979 

79^58 


SUOX 
SYTL5 
ASBIO 

BCL2L11 

BCL2L11 

TlGDl 

NFXI 

RBAK 

C9ort72 

FLJ25422 

A.TP6V0D2 

VIGC14126 
^DE5A 
lASEF 
^SEF 


WWP2 

MCF2L 
CAMKKl 

CLEC4D 
HELB 

TLR4 

ZNF619 

HTR6 

AT0H7 

C10orf27 

1L23R 

FIGNLl 

MFIM 


sulfite oxidase 
synaptotagminlike 5 

ankyrin repeat and SOCS boxcontainina 10 

BC L2like 11 (apoptosis laeilitator) 

BC L2like 1 1 (apoptosis facilitator) 

tigger transposable element derived I 

nuclear transcription lactor. Xbox bindina 1 

RBassociated KRAB repressor 

chromosome 9 open reading fi-ame 72 

hypothetical protein F1J25422 

A 1 Pase, Ih transporting, lysosomal 38kDa. Vu 

subun 

hypothetical protein MCC 1 4 1 2b 
Dhosphodiesterase 5A, cCiMPspecilic 
R.AS and EF hand domain containing 
MS and EF hand domau'. conlainiim 


WW domain containing i;3 ubiquiiin protein 
ligase 2 

MC 1.2 cell line derived transformins sequenceiikc 
calcium.'calinodulindcpcndent protein kinase 
kinase 

Ctypc lectin domain taniiK 4. member D 
helicasc(DNA) B 

toll like receptor 4 
/inciinger protein 619 
^hNdroxxtrj-ptamine (serotonin) receptor 6 
atonal homolog 7 (Drosophila) 
chromosome 10 open rcadinsi fiame 27 
interleukin 23 receptor 
tldgetinlike 1 
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NM_032202 
NM_005634 
NM 152543 
NM J 53754 
NM_. 152564 
NM_ 152772 
NM 173524 
NM 138339 
NM 173665 
NM J 52389 
NM 054030 
NM_ 173482 
NM 131915 
NM_058219 
NM_080605 

NM_ 152897 
NM_016534 
NM 006956 
NM_I78324 
NM 175066 
NM_205543 
NM^O 14683 
NM 016621 
NM, 153607 
NM 174959 
NM 006037 
NM. 133636 
NVl 017676 
N MO 16022 

NM 020795 
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SOX3 

FLJ25371 

C21orflS8 

COHl 

MGC40368 

C10orf64 

MGC34713 
MGC35338 
MRGX2 
FLJ40365 

EXOSC6 
BSGALIY) 

C20orn61 

FLJ39616 

ZNF12 

SPTLCl 

DDX5 1 

ALS2CR16 

ULK2 

PHF21A 

LOCI 53222 

LOCI 36306 

HDAC4 

HEL308 

FLJ20125 

APHIA 


1 

{ 

F 
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SRY (sex detemiining region Y)box 3 

hypothetical protein FLJ25371 

chromosome 21 open reading frame 88 ' 

Cohen syndrome 1 

hypothetical protein MGC40368 

chromosome 10 open reading frame 64 

hypothetical protein MGC347 1 3 
hypothetical protem MGC35338 
G proteincoupled receptor MRGX2 
hypothetical protein FLJ40365 

exosome component 6 

DDPGahbetaGal beta 1 ,3galacios\ Itransferase 
polyp 

chromosome 20 open reading frame 161 
apoptosisrelated protein PNASl 
zinc linger protein 12 (K.OX 3) 
serine palmito\ Itransferase. lona chain base subun 
DEAD (A.spGluAlaAsp) box poKpeptide 51 
amyotrophic lateral sclerosis 2 (juvenile) chromos 
unc5 1 like kinase 2 (C. eiegans) 
PHD linger protein 21 A 

adult retina protein ! 
hypothetical protein K)C 1 36306 1 
histone dcacetylase 4 
DNA helicase H1-.L308 

hypothetical protein f- 1 ,.120 1 25 ~1 
anterior pharxnx defective 1 homolog A (C. 
eiegans 
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NM_178170 
NM_006300 
XM 378473 
NM 001002881 

NM 031913 
NM^001331 
NM 024604 
NM_032228 
NM 182691 
NM 178517 
NM 032283 
NM 013432 
NM^ 182520 


NM 173065 
NM_^020062 
NM_174964 
NM__0036I7 
NM_,021155 
NM_020350 
NM 001789 
NM 005340 
NM 002618 
NMOO 1004298 
NM 01 5633 
NM 174917 
NM 175898 
XM 496651 

XM 376444 
NM 182574 
NM_032222 
NM 025010 


NP 835464 
NP 006291 
XP_378473 
NPOO 1002881 

NP 1 141 19 
NP_001322 
NP_078880 
NP_1 15604 
NP 872633 
NP 848612 
NP_ 115659 
NP_038460 
NP_872326 


NP^775088 
NP 064446 
NP_777624 
NP 003608 
NF' 066978 
NP 065083 
NP 001780 
NP_005331 
NP 002609 
NP 001004298 
NP 056448 
NP_ 777577 
NP 787094 
XP 49665 1 

XP_3 76444 
NP_872380 
NP„1 15598 
NP 079286 
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NEK8 
ZNF230 
LOC400238 
P1P5K3 

CHR3SYT 

CTNNDl 

FLJ21908 

MLSTD2 

SRPK2 

PIGW 

ZDHHC18 

NFKBIL2 

C22orfl5 


1L28RA 

SLC2A4RG 

ST3GAL3 

RGS5 

CD209 

AGTRAP 

CDC25A 

HINTl 

PEX13 

C10orf90 

FGFRl OP2 

LOCI 97322 

LOC283687 

LOC440971 

LOCI 33491 

FLJ36070 

FLJ22374 

k'l HI 1R 


NIMA (never in mitosis gene a) related kinase 8 
zmc finger protein 230 
hypothetical gene supported by AK093266 
phosphatidylinositoBphosphate phosphatid\ linosit 

0 

chr3 synaptotagmin 

catenin (cadherinassociated protein), delta 1 
hypothetical protein 1-LJ21908 
male sterility domain containing 2 
SFRS protein kinase 2 
phosphatidylinositol glycan, class W 
zinc linger, DHHC domain containing 1 8 
nuclear factor of kappa light polypeptide gene enli 
chromosome 22 open reading frame 1 5 ' 


polypeptid 

interleukin 28 receptor, alpha Unterferon. lambda 
SLC2A4 regulator 

ST3 betagaiactoside alpha2.3sialyltransferase 3 
regulator of Gprotein signalling 5 
CD209 antiaen 

angiotensin 11 receptorassotiated protein 

cell division cycle 25.^ 

histidme triad nucleotide binding protein 1 

peroxisome biogenesis iVictor 13 

chromosome 10 open reading frame 90 

FGFRl oncogene partner 2 

hypothetical protein LOCI 97322 

hypothetical protein LOC283687 

similar to Zinc finger protein RIf (Rearranged 

Liny 

hypothetical protein LOCI 33491 
hypothetical protein FLj36070 
hypothetical protein FLJ22374 
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NP_1 14068 
NP_849149 
NP 054836 
NP 839943 
NP 003063 

NP_000341 

NP 776171 
NP 689985 
NP 689985 
NP 1 12495 
XP 374922 
NP^002832 
NP_064578 
NP 060099 
NP_073600 
MP^073624 
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4077 

154865 

29035 

128239 

6597 

24 

283237 

255394 

255394 

81931 

85459 

5793 

56946 

1 92670 

34778 

34802 
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NBRl 

FLJ35834 

PRO0149 

1QGAP3 

SMARCA4 

ABCA4 

MGC29649 

MGC40368 

MGC40368 

ZNF505 

K1AA1731 

PTPRG 

CllorOO 

EIF2C4 

FNDC3B 

MMNATl 


OR2M4 

ARIDIB 

TPM4 

OR2L2 

0R1J4 

ARL3 

LOC400368 

FIJ39739 

P1K3R2 

LOC339804 

LOC440503 
FGFRl OP 
TBCIDI 

ZNF5n5 


neighbor ot BRCAl gene 1 
Inpothctical protein FIJ35834 
PROO 149 protein 

IQ motif containing G I Pase activatinu protein 3 
SWI'SNI- related, matrix associated, actin 
dependen 

AT Pbmding cassette. subfamiK A (ABCI i. 
member 4 

hypothetical protein M(jC29649 
hypothetical protein M(;C40368 
hypothetical protein M( iC 40368 
zinc linger protein 505 
KIAA1731 protein 

protein tyrosine phosphatase, receptor i\pe. Ci ' 
chromosome 1 1 open reading frame 30 
iukaryotic translation initiation factor 2C. 4 
fibronectin type HI domain containing 3B 
licotinamide nucleotide adenvlvltraiKsferase 1 


olfactory receptor, family 2, subfamil)- M. member 
AT rich interactive domain IB (SWI 1 like) 
tropomyosin 4 

olfactory receptor, family 2, subfamil) 1.. member 
olfactory receptor, family 1, subfamily J. memb^ 
ADPribosylation factorlike 3 
hypothetical gene supported by BC031266 
FU39739 protein 

phosphoinositide3kmase, regulatory subunit 2 
(p85 

hypothetical gene supported by AK0754S4 
BCO 14578 

similar to RIKEN cDNA 23 i0076L09 
FGFRl oncogene partner 

TBCl^ (tre2/USP6, BLB2, cdcl6) domain family, 
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NP^003331 

NP 003119 
NP 000985 
NP 000168 
NP 006845 

NP 006423 
NP 003737 
NP 002071 
NP_036555 
NP 006004 
NP_005713 
NP 003454 
NP 001650 
NP 005585 

NP 001021 
NP 002065 
NP 002023 
NP_001210 
NP 000994 
NP_005902 
NP^OOIOIO 
NP 003759 
NP^068779 
NP_068779 
NP_068779 
^P_005336 
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UBE2D3 

SPTBNl 
RPL32 
GSN 
KDELR2 

NPC2 

DNCLl 

G0T2 

RPL13A 

RPLIO 

ACTR2 

PTP4A1 

ARF3 

NACA 

RPS27 
GNBl 

CALU 
RPLPl 

MAT2A , 
RPS15A 1 
PEA15 , 
MCLl , 
VICLl , 
VICLl , 
HSPAIA 1 


SODl 

E1F3S8 

GLUL 

SSR2 

TOMM20 


horn 

ubiquitmconjLigatingcn/yme E2D 3 (LBC4 5 
homolog, 

spectrin, beta. nonervthrocMic 1 

ribosomal protem L32 

gelsolui (amyloidosis, l innish tvpe) 

KDF.L (L\sAspGluLeu) eidoplasmic reticulum 

protein 

NiemannPick disease, type C2 

d\ nein. cxtoplasmic, light polypeptide 1 

glutamicoxaloacetic transaminase 2, mitochondrial 

ribosomal protein LI 3a 

ribosomal protein LIO 

ARP2 actinrelated protein 2 homoloa (veast) 
protein tyrosine phosphatase tvpe IVA. member 1 
ADPribos>lation factor 3 
nascentpolypeptideas.sociatcd complex alpha 
polypep 

ribosomal protem S27 (metallopanstimulin 1 ) 
guanine nucleotide binding protein (G protein), be" 
ferritin, heavy poK peptide 1 

ribosomal protein, large, PI 

nethioninc adenosyltrari!.fetase 11. alpha 

-ibosomal protein SI 5a 

Dhosphoprotem enriched in astrocvtes 15 

nyeloid cell leukemia sequence 1 (BCL2relatcd)~' 

nyeloid cell leukemia sequence 1 (BCL2relaied) 

nyeloid cell leukemia sequence 1 (BCL2related ) 

leat shock 70kl)a pruici'! ■ \ 


superoxide dismutase 1. soluble (amvoirophic later 
eukaryotic translation initiation factor 3. subuni 
glutamateammonia ligase (glutamine synthase) 
signal sequence receptor, beta (transloconassociat 
translocase of outer mitochondrial membrane 20 
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NM 004663 

NM 006392 
NM_001823 
NM 000978 
NM_004593 
NM_005516 
NM 001004 
NM_002707 

NMJ)03564 
NM^^004427 
NM_002394 
NM 004373 
NM 00 1025 
NM 012102 
NM_001023 
NM_005625 
NM 004960 
NM_007096 
NM_000993 
NM_006720 


NM 001014 

NM_^001697 

NM^OOIOIS 
NMJ)00992 
NM^004597 

NM 000302 
NM;^001024 
NM 004446 
N.M_005273 


|NM^005345 
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NP 001005 
NP 001688 

NP 001009 
NP 000983 
NP_004588 

NP 000293 
NP_001015 
NP_004437 
NP_005264 


|NP_005336 


8766 
10528 
1152 
|9349 
6434 
3133 
6181 
■5496 

8407 
1912 

6520 

1337 

6228 

473 

6224 

6386 

2521 

121 1 

6160 

3983 
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RABllA 

NOL5A 

CKB 

RPL23 

SFRSIO 

HLAE 

RPLP2 

PPMIG 

TAGLN2 

PHC2 

SLC3A2 

COX6A1 

RPS23 

HERE 

RPS20 

SDCBP 

FUS 

CLIA 

RPL3 1 

ABLIMI 


RPSIO 
ATP50 

RPS15 
RPL29 
SNRPD2 

PLODl 
RPS21 
EPRS 
GNB2 


|HSPA1 A |heal .shock 70kDa protein i A 


nuclear receptor corepressor 1 

R A B 1 1 A. member RAS oncoaeiie lam IK 

nucleolar protein 5A (56lvDa with KKE. D repomT^ 

creatine kinase, brain 

ribosomal protein L23 

splicing factor, arginine/serinerich 10 (transform 
major histocompatibility complex, class I, E 
ribosomal protein, large P2 ' 
protem phosphatase IG (formerl> 2C), 
magnesiumdep 
transgelin 2 

polyhomeoticlike 2 (Drosophila) 
solute carrier family 3 (activators of dibasic and 
cytochrome c oxidase suhunii Via polypeptide 1 
ribosomal protein S23 

arginineglutamic acid dipepiide (RE) repeats 

ribosomal protein S20 

syndecan binding protein (syntenin) 

fusion (involved in t(12;l6) in malignam liposarc 

clathrin, light polypeptide tl ca) 

ribosomal protein 1,31 

actin binding LIM protein 1 1 


ribosomal protein S 1 0 i 
A I P synthase. H • transpoiiing. mitochondrial Fl ! 

CO ~ i 

ribosomal protein SI 5 
ribosomal protein 1.29 

small nuclear ribonucleoprotein D2 pol\ peptide 

procollagenKsine 1, 2oxoglutarate 5dio.x\2enase 1 

ribosomal protein S21 

glulamylprolyltRNA synthetase 

guanine nucleotide binding protein (G protein)."be~ 
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NP 000989 
NP_00I378 
NP_005605 
NP_000894 
NP^00389I 
NP_002817 
NP 005720 
NP 036243 

NP 066927 
NP 06877X 


NP 057535 
NP 006460 
NP 002528 
NP 055662 
NP 005890 
NP 000867 
NP 002786 

NP 001610 
NP 066357 
NP 054764 
NP 000405 
NP 003098 
NP_003098 
NP_077007 
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6168 
1809 
6009 
1728 
8878 
5768 
10105 
10598 

6171 
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RPL37A 

DPYSL3 

RHEB 

NQOl 

SQSTMI 

QSCN6 

PPIF 

AHSAl 

RPL41 
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ubiquitinconjugating en/yme H2N (L'BC13 
tiomolog, ye 

'VrPase, 11 r transporting, lysosomal i4kl)a, VI 
subun 

aroteasome (prosome, macropain) subunit, alpha 


pioitin pnospnatase i, regulatory (mhibitor) subu 
nuclear cap bmdmg protein subunit 2. 20kDa 
translocasc ol outer mitochondrial membrane 70 
horn 

small nuclear ribonucleoprotcin polypeptide N 


ribosomal protein L37a 
dihydropyrimidniaselike 3 
Ras homolog enriched ni brain 
|NAD(P)H dehydrogenase, quinone 1 
sequestosome 1 
quiescin Q6 

peptidylprolyl isomerase F (cvclophilin F) 
AHAl, activator of heat shock 90kDa protein 
ATPase 

ribosomal protein L4 i 


coatomer protein complex, subunit beta 

intluenza virus NSl A binding protein 

ornithine decarboxylase antizyme 2 ' 

ubiquitin associated protein 21ike 

neighbor of BRC A 1 gene 1 

insulinlike growth factor 2 receptor 

proteasome (prosome, macropain) subunit beta 

type 

adrenergic, beta, receptor kinase 1 ' 
ribosomal protein L36a 

low density lipoprotein receptorrelated protein 10 
hydroxysteroid (17beta) dehvdroaenase 4 
SRY (sex determining region Y)box 4 
SRY (sex determining region Y)box 4 
methylosome oroiein 50 
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NM 000696 
NM 014390 
NM 001349 
NM 004300 
NM_004335 
NM 005534 

NM 001177 
NM 001021 
NM 020187 
NM 015908 
NM_004279 
NM 014828 
NM 006595 
MM 000270 


NM 007106 
NM^004090 
N MO 14402 

NM 001921 
NM_ 000269 

NM_021156 
NM^ 006363 
NM^005066 
NM 003756 
NM_ 018471 

NM 005134 

NM_000224 
NM 000274 
NM 007273 
NM_007062 
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NP 009037 
NP 004081 
NP_055217 

NP 001912 
NP_000260 

NP 066979 
NP 006354 
NP 005057 
NP 003747 
NP 060941 

NP 005125 
NP 000215 
NP 000265 
NP 009204 
NP 008993 


223 

27044 

1615 

52 

684 

3460 

400 

6218 

5694! 

51593 

9512 

9878 

8539 

t860 1 


5412 
1845 
27089 

1635 
4830 

56255 

10483 

6421 

8667 

55854 

9989 
3875 
4942 
11331 
11137 


ALDH9A1 

SNDl 

DARS 

ACPI 

BST2 

IFNGR2 

ARLl 

RPS17 

DC12 

ARS2 

PMPCB 

C14or»2 

APIS 

NP 


UBL3 
DUSP3 
QPC 

DCfD 
NMEl 

DJ971NI8.2 

SEC23B 

SFPQ 

E1F3S3 

LEREP04 

PPP4R1 

KRT18 

OAT 

REA 

PWPl 


aldehyde dehydrogenase 9 iamih. member A 1 
staphs lococcal nuclease domain containing 1 
aspartyltRNA synthetase 

acid phosphatase 1, soluble i 

bone marrow stromal ceil antigen 2 

interferon gamma receptor 2 (interferon gamma 

tran 

ADPribosylation factorlike ! 
ribosomal protein SI7 
DC 12 protein 

arsenate resistance protein ARS2 I 
peptidase (mitochondrial processing) beta 
chromosome 14 open readinti frame 92 ' 
apoplosis inhibitor 5 

lucleoside phosphorylase 1 


typ 

ubiquitinlike 3 

dual specificity phosphatase 3 (vaccinia virus pho 
low molecular mass ubiquinonebinding protein 

dC MP deaminase 

nonmetastatic cells 1. protein (NM23A) expressed 

hypothetical protein DJ97 1 N ! 8.2 ' 

Sec23 homolog B (S. cerevisiae) 

splicing factor proline/glutamine rich (polvpvrimi 

eukaryolic translation initiation factor 3. subuni 

likel> oiiholog of mouse immediate earh 

response. 

protein phosphatase 4. regulatory subunit 1 
keratin 18 

ornithine aminotransferase (gyrate atrophvj 
repressor of estrogen receptor activit\ 
nuclear phosphoprotein similar to S. cerevisiae 
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10160 

2935 
55186 
6574 

6251 
10449 

10314 


sun 

RPL38 
RBlCCl 
TIAFl 
SELIL 

LDLR 
NDUFABl 

O1P106 

HRMTILI 

RALB 

RALB 

BRD4 
PEPD 
DOX7B 


FARPI 

GSPTl 
FLJ10618 
SLC20A1 
DAF 

RSUl 
ACAA2 

LANCLl 


putative translation initiation factor 
ribosonial protein L38 

RB 1 inducible coiledcoil 1 ' 

TGFBlinduced antiapoptotic factor 1 

sell suppressor of lml2iikc (C. elegatis) 

sell suppressor of linl21ike (C. eleeans) 

low density lipoprotein receptor (familial hvperch 

NADU dehydrogenase (ubiquinone) 1. alpha-beta 

subc 

OGT(OGlcNAc transferase iinleractins protein 
106 KD 

HMfl hnRNP meihyliransferaseiike 1 (S. 
cerevisiae) 

vral simian leukemia viral oncogene homoluu: B 
(ras 

vral simian leukemia viral oncogene homoloii H 
(ras 

bromodomain coniaininii -4 
peptidase D 

L-ytochrome c oxidase suhunii Vllb 
von Willebrand lactor 


11, po 

hERM, RhoGEF (ARHGIT ) and pleck.trin 
domain protei 

Gl to S phase transition 1 ' 
hypothetical protein Fl.J 1 06 i 8 
solute carrier tamily 20 (,phi)spliate transporter) 
deca> accelerating factor for complement (CD55. 

Ras suppressor protein 1 
acetylCoenzvme A acyltransferase 2 
(mitochondrial 

LanC lantibiotic synthetase component Clike 1 ' 

(bac i 
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